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proliferator 280: 249 
CoA oxidase liver 275: 247 
enzyme thioester substrate peptidase 
lactamase 280: 499 
transfer mechanism beta lactamase 
Streptomyces 279: 213 
Acylase 
penicillin active site serine Kluyvera 
280: 659 
Acylation 
avidin complement hemolysis 
273: 393 
AcylCoA 
binding protein cattle cloning Escher= 
ichia 276: 817 
Acylglycerol 
detn fluorometry 276: 129 
Acylglycerophosphoethanolamine 
hydrolyzing lysophospholipase A2 
heart microsome 275: 393 
Acyltransferase 
acyl CoA cholesterol liver hypothy> 
roidism 276: 825 
bile acid kidney 280: 821 
carnitine carboxylate xenobiotic 
279: 895 
high mol wt PBP protein 279: 601 
Adaptation 
seasonal lobster hemocyanin subunit 
compn 277: 419 
Adduct 
tertbutylnitrophenylnitrone bile 
halothane anesthesia 277: 795 
Adenine 
guanine mismatch conformation 
DNA 279: 269 
guanine nucleotide phospholipase D 
granulocyte 278: 81 
nucleotide metab carcinoma hepatoma 
ats 201 
phosphoribosyltransferase Artemia 
275: 327 
Adenosine 
deaminase kinetics equation progress 
curve 274: 509 
lipolysis diabetes adipocyte 278: 309 
liver glycogen metab 277: 597 
phosphosulfate sulfotransferase Eus 
glena 274: 355 
receptor adipocyte adenylate cyclase 
obesity 279: 17 
receptor brain solubilization reconsti= 
tution 275: 651 
Adenosylmethionine 
decarboxylase inhibition product 
analog magnesium 277: 643 
synthetase ATP site essential cysteine 
274: 225 
Trypanosoma polyamine biosynthesis 
inhibitor 274: 527 
Adenovirus 
human oncoprotein review 275: 281 
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Adenylate 
cyclase adipocyte adenosine receptor 
obesity 279: 17 
cyclase adipocyte G protein obesity 
276: 197 
cyclase cholera toxin opioid receptor 
275: 175 
cyclase inhibition calcium review 
278: 903 
cyclase inhibition diabetes polemic 
278: 310 
cyclase regulation mechanism platelet 
276: 621 
electron transport respiration plant 
274: 249 
kinase aliph amino acid NMR 
273: 311 
kinase deuteration NMR Escherichia 
273: 311 
Adipocyte 
adenosine receptor adenylate cyclase 
obesity 279: 17 
adenylate cyclase G protein obesity 
276: 197 
brown lipoprotein lipase secretion 
277: 801 
casein kinase insulin 279: 545 
glucose transport noradrenaline 
277: 119 
glucose transporter translocation 
insulin 275: 597 
glucose uptake insulin 274: 787 
hexose transport insulin PMA 
275: 145 
insulin acyl CoA binding protein 
277: 341 
lipolysis adenosine diabetes 278: 309 
phosphoprotein insulin isoprenaline 
274: 433 
protein GLUT4 mRNA obesity 
279: 303 
Adipokinetic 
hormone peptide sequence Melolon= 
tha 275: 671 
Adipose 
acetyl CoA carboxylase lactation 
hormone 274: 543 
adrenergic receptor somatotropin 
insulin 273: 39 
brown glucose utilization starvation 
refeeding 273: 233 
brown lipid peroxidn cold 277: 289 
brown lipoprotein lipase glycosidation 
277: 801 
brown mitochondria GDP binding 
diet 279: 575 
enzyme insulin phosphatase inhibitor 
276: 649 
G protein insulin 276: 103 
glucose transporter insulin 278: 235 
glycerolipid forming enzyme cold 
277: 665 
tissue glucose transport protein kinase 
275: 597 
ADP 
ATPase calcium transport sarco> 
plasmic reticulum 274: 427 
phosphorylation carbamoyl phosphate 
pyruvate carboxylase 273: 443 
ribosylation acetylation core histone 
277: 607 
ribosylation factor GTP analog 
275: 639 
ribosylation Gi protein detn 
241: 223 
Adrenal 
chromaffin calcium release 278: 643 
cortex platelet activating factor ace> 
tyltransferase 278: 29 
cortex platelet activating factor an= 
giotensin 278: 29 
glomerulosa calcium signal angiotensin 
273: 399 
glutathione transferase pituitary 
hormone 280: 399 


inositol phosphate calcium ATP 
GTP 279: 447 
medulla calcium inositol triphosphate 
275: 697 
medulla calcium sequestration inosi= 
tol tetrakisphosphate 278: 381 
Adrenaline 
glycogenolysis liver administration 
route 275: 609 
kidney epithelium hyperpolarization 
274: 243 
protein synthesis heart 273: 347 
Adrenergic 
adipose glycerolipid forming enzyme 
277: 665 
receptor adipose somatotropin insulin 
273: 39 
receptor cAMP calcium hepatocyte 
273: 799 
receptor mRNA tissue thyroid hor= 
mone 277: 625 
Adrenoceptor 
G protein uncoupling heparin 
280: 791 
Adrenocortical 
platelet activating factor protein 
kinase 278: 29 
Affinity 
liq chromatog calmodulin protein 
275: 733 
partition plasma membrane purifn 
273: 173 
Aflatoxin 
B1 glutathione transferase expression 
279: 385 
Agglutinin 
SNA III elder fruit 278: 667 
wheat germ plasma membrane 
273: 173 
Aging 
erythrocyte glycolysis enzyme 
219230 
erythrocyte membrane globin IgG 
278: 57 
Agonist 
calcium influx neutrophil! intracellular 
store 277: 73 
Ah 
receptor TCDD DNA binding 
274: 401 
receptor TCDD toxicity review 
276: 273 
Alanine 
ammonia metab polemic 276: 271 
276: 272 
release muscle cell vol 276: 559 
Albumin 
aluminum binding serum transferrin 
280: 527 
dicarboxylate binding site 276: 569 
octanoate diazepam tryptophan site 
273: 641 
Alc 
dehydrogenase chain reaction kinetics 
279: 855 
dehydrogenase conformation NAD 
276: 433 
dehydrogenase liver 278: 659 
disulfiram thiocarbamate aldehyde 
dehydrogenase 278: 189 
liver proteolysis inhibition 273: 149 
sarcoplasmic reticulum 274: 565 
Aldehyde 
dehydrogenase esterase activity essen= 
tial nucleophile 275: 207 
dehydrogenase kinetics pyrophosp= 
hate liver 273: 691 
dehydrogenase thiocarbamate compd 
278: 189 
deoxyglucosone reductase identity 
liver 279: 903 
oxidoreductase iron sulfur center 
Desulfovibrio 280: 817 
Algorithm 
flux conc control coeff 278: 299 
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Aliph 
amino acid adenylate kinase NMR 
273: 311 
Alk 
phosphatase gene retinoic acid 
274: 673 
phosphatase inhibition leucine 
4: 91 
Alkylating 
agent bromoacetylphosphonic acid 
243: Tle 
Alkylation 
thiol bromoacetylphosphonate chlo= 
roacetylphosphonate dehydroge= 
nase 275: 767 
Allele 
glutathione transferase gene cloning 
expression 276: 519 
Allosteric 
regulation butylphosphonate phos= 
phonoacetaldehyde hydrolase 
Pseudomonas 280: 557 
site glutathione transferase YfYf 
ethacrynate 275: 703 
AlphaS1 
casein fragment proteinase specificity 
Lactococcus 273: 135 
Alphal 
acid glycoprotein drug binding pH 
280: 277 
Aluminofluoride 
hydrogen sulfate analog sulfatase 
279: 361 
Aluminum 
binding serum transferrin 280: 527 
inositol tetrakisphosphate conversion 
277: 883 
Alzheimer 
brain A68 protein tau factor 
279: 831 
brain neurofibrillary tangle tau factor 
Ziv TT 
disease protein tau brain phosphory= 
lation 275: 99 
Amia 
insulin sequence 276: 261 
Amidophosphoribosyltransferase 
nomenclature error 279: 328 
Amine 
metab rodent cell neoplasm 280: 289 
oxidase spermine animal cell 
280: 193 
Amino 
acid aliph adenylate kinase NMR 
2132-30 
acid analog glutamine transport spe> 
cificity 278: 105 
acid distribution glycoprotein glycosy= 
lation site 275: 529 
acid essential ornithine decarboxylase 
turnover 277: 671 
acid fruit bat cobalamine deficiency 
275: 585 
acid hepatocyte metab 273: 57 
acid transport system N liver 
274: 97 
acid transporter erythrocyte 
277: 565 
acid uptake liver obesity 280: 367 
Aminoacetone 
synthase essential histidine liver 
219: 5h5 
Aminoglycoside 
nerve phospholipase D inhibition 
279: 319 
Aminolevulinate 
synthase mRNA degrdn hepatocyte 
protein 274: 619 
Aminolysis 
lactamase active site serine mechanism 
274: 855 
Aminomethoxycoumarylpropionate 
prepn 274: 45 
Aminopropionate 
fluorescent deriv prepn 274: 45 
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Aminotransferase 
aspartate Haloferax 278: 149 
aspartate pyridoxal phosphate ioniza= 
tion review 280: 832 
aspartate sequence Saccharomyces 
277: 335 
kynurenine kidney 279: 595 
Ammonia 
alanine metab polemic 276: 271 
276: 272 
brain glucose glutamine hepatic ence= 
phalopathy 277: 697 
brain glucose metab liver failure 
277: 693 
glucagon glutaminase liver 274: 103 
phenylalanine lyase multiple forms 
Phaseolus 279: 231 
Amplification 
methylation ornithine decarboxylase 
gene human 279: 435 
Amylase 
alpha domain organization 280: 51 
pancreas caerulein dexamethasone 
glucose 279: 197 
Amylin 
calcitonin gene related peptide recep> 
tor 277: 139 
conformation 275: 785 
glycogen metab liver insulin 
276: 607 
Amyloid 
A protein serum sequence mouse 
280: 45 
fibril glycosaminoglycan 275: 67 
P component cell nucleus binding 
219: 257 
serum A protein isoform inflammation 
273: 245 
Amyloidosis 
senile apolipoprotein polymorphism 
sequence 279: 427 
Anabaena 
ferredoxin NADP redn light 
274: 781 
Anchor 
cell surface protein phospholipase D 
279: 483 
Androgen 
receptor gene mouse sequence expres> 
sion 278: 269 
receptor kidney monooxygenase sex 
278: 499 
receptor transformed radiation inacti= 
vation size 275: 41 
Androstenedione 
lithocholate hydroxylase cytochrome P 
450 275: 105 
Anesthesia 
halothane liver toxicity free radical 
277: 795 
Angiotensin 
adrenal chromaffin calcium release 
278: 643 
calcium signal adrenal glomerulosa 
273: 399 
II forming chymase I sequence 
276: 567 
kidney mesangium protein kinase 
279: 441 
phosphatidylcholine hydrolysis blood 
vessel 276: 19 
platelet activating factor adrenal 
cortex 278: 29 
receptor brain liver pituitary 
277: 729 
Anhydrase 
carbonic I gene promoter human 
277: 903 
carbonic isoenzyme IV RIA 274: 313 
Animal 
cell spermine amine oxidase 
280: 193 
Anion 
exchange HPLC oligosialic acid 
280: 575 


inorg inhibition glutathione transfer= 
ase isoenzyme 278: 193 
neurotransmitter transport synaptic 
vesicle 276: 363 
transport hepatocyte protein kinase 
278: 637 
transport system liver 274: 281 
transporter microsome dipeptidase 
kidney 280: 71 
Annexin 
gene expression glucocorticosteroid 
275: 313 
VI phosphotyrosyl protein phospha= 
tase lung 278: 435 
Anthracycline 
structure DNA ligase inhibition 
279: 141 
Antibiotic 
aminoglycoside nerve phospholipase D 
inhibition 279: 319 
beta lactam structure substrate lacta= 
mase 279: 111 
Antibody 
activation myosin light chain kinase 
275: 679 
binding chondroitin sulfate proteogly= 
can sulfation 273: 237 
catalytic polyclonal 279: 871 
glycosyl phosphatidylinositol mem= 
brane anchor 273: 301 
indolylacetylglucose synthase purifn 
corn 279: 509 
inhibitory epitope location ATPase 
stomach 280: 243 
monoclonal glycoprotein IIIa 
274: 457 
monoclonal glycoprotein platelet 
279: 419 
monoclonal human rhesus D Escher= 
ichia 277: 561 
monoclonal phosphatidylinositol 
kinase II 273: 63 
monoclonal receptor 280: 1 
ryanodine receptor calcium channel 
transport 273: 449 
Anticholesterolemic 
ursodeoxycholate LDL degrdn hepa 
tocyte 280: 589 
Antigen 
acute lymphoblastic leukemia detn 
immunoassay 278: 417 
CD45 phosphatase MAP2 kinase 
lymphocyte 276: 481 
collagen type III 274: 895 
gamma T kininogenase submandibu= 
lar 280: 19 
hepatitis B surface preS domain 
276: 411 
histocompatibility class I structure 
function 277: 359 
histocompatibility valyl tRNA 
synthetase gene 278: 809 
Antioxidant 
enzyme brown adipose cold 277: 289 
mercaptopropionylglycine acetylcy= 
steine desferrioxamine coronary 
disease 277: 833 
Antiplasmin 
alpha2 plasmin fibrin 275: 53 
Antiserum 
benzodiazepine receptor 275: 419 
Antithrombin 
heparin site formation 275: 151 
receptor heparin sulfate proteoglycan 
brain 280: 393 
Antitrypanosomal 
polyamine biosynthesis inhibitor 
274: 527 
Antitumor 
sulfur homolog tyrosine transport 
melanoma 280: 721 
Aorta 
calcium channel cGMP protein kinase 
273: 803 
chondroitin dermatan sulfate proteo= 


glycan sequence 274: 415 
endothelium calcium ATP bradykinin 
278: 697 
endothelium G protein arachidonate 
bradykinin 280: 281 
inositol phosphate metab ATP 
277: 103 
Apical 
membrane trophoblast vitronectin 
receptor 280: 9 
Apoenzyme 
pyruvate decarboxylase reactivation 
cofactor Zymomonas 276: 439 
Apolipoprotein 
B48 oligosaccharide small intestine 
274: 159 
polymorphism sequence senile amy= 
loidosis 279: 427 
secretion liver butyrate 278: 557 
Apoprotein 
chylomicron binding liver membrane 
279: 769 
Apurinic 
apurinic apyrimidinic detn thiolgly= 
collate 273: 777 
Apyrimidinic 
apurinic apurinic detn thiolgliycollate 
273: 777 
Arabaena 
flavodoxin gene cloning sequence 
280: 187 
Arachidonate 
calcium vascular endothelium bradyk= 
inin 280: 281 
exocytosis neutrophil calcium G pro= 
tein 275: 127 
fluoro deriv lipoxygenase substrate 
278: 549 
lipoxygenase activation neutrophil 
280: 379 
mobilization platelet protein kinase 
280: 93 
release platelet calcium ATP 
273: 561 
Arachidonoyl 
palmitoyl CoA synthetase identity 
platelet 274: 145 
Argine 
methanol dehydrogenase interaction 
cytochrome cL 280: 139 
Arginine 
active site diadenosine tetraphosphate 
phosphorylase 279: 135 
conserved glutathione transferase 
isoenzyme 274: 549 
deiminase Halobacterium 273: 739 
function catalytic cleft porphobilino= 
gen deaminase 280: 445 
function tyrosinase Streptomyces 
274: 707 
hydroxymethylbilane synthase mech= 
anism Escherichia 275: 447 
nitric oxide formation hydroxylamine 
273: 547 
Arginosuccinate 
lyase crystallin ostrich eye 273: 295 
Arom 
disulfide activation guanylate cyclase 
275: 29 
Aromatase 
inhibition thiomethylandrostenedione 
azidoandrostenedione 273: 533 
Artemia 
embryo cell free protein formation 
276: 809 
purine phosphoribosyltransferase 
295: 327 
reticulocyte ribosome gelonin 
277: 281 
Artery 
hepatic adrenaline glycogenolysis 
liver 275: 609 
muscle protein calcium caldesmon 
277: 819 
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Arthritis 
exercise synovial fluid NMR hyaluro> 
nate 273: 459 
link protein articular cartilage 
278: 143 
Arthrobacter 
xylose isomerase 277: 255 
xylose isomerase gene cloning se> 
quence 277: 263 
Arthropod 
seasonal adaptation hemocyanin 
subunit compn 277: 419 
Articular 
cartilage proteoglycan 273: 579 
cartilage proteolysis link protein 
278: 143 
cartilage serine proteinase inhibitor 
274: 269 
Aryl 
hydrocarbon hydroxylase conserved 
domain liver 278: 749 
hydrocarbon receptor quaternary 
structure RNase 279: 689 
xylosidase Caldocellum 273: 645 
Arylsulfatase 
A gene metachromatic leukodystrophy 
retrovirus 280: 459 
gene transduction human mucopoly> 
saccharidosis fibroblast 276: 499 
AR4 
2J cell inositol trisphosphate kinase 
274: 622 
Ascites 
fluid phospholipase A2 278: 263 
Ascorbate 
dihydrodiol dehydrogenase inhibition 
eye lens 275: 121 
transport pancreas development 
274: 739 
Asialoglycoprotein 
receptor chylomicron remnant liver 
276: 79 
Asparagine 
linked glycoprotein epididymis 
217 213 
Aspartate 
aminotransferase Haloferax 278: 149 
aminotransferase pyridoxal phosphate 
ionization review 280: 832 
aminotransferase sequence Saccharo> 
myces 277: 335 
conversion glutamate citrate synthase 
280: 521 
glucokinase active site liver 277: 159 
Aspartylglucosaminidase 
subunit leukocyte 276: 251 
Astaxanthin 
crustacyanin carotenoprotein trypto> 
phan carapace lobster 274: 79 
Astroglia , 
GABA transport phorbol ester 
275: 435 
Atherosclerosis 
oxidized lipoprotein macrophage 
glutathione 278: 429 
ATP 
adenylate cyclase regulation platelet 
276: 621 
binding cytochrome c 279: 781 
bradykinin hsp27 phosphorylation 
277: 635 
calcium aorta endothelium 278: 697 
calcium transient fibroblast 278: 849 
formation mitochondria heart review 
280: 561 
glucagon degrdn liver endosome 
280: 211 
inositol phosphate adrenal 279: 447 
inositol phosphate metab aorta 
277: 103 
liver glycogen metab 277: 597 
magnesium cleavage reversibility 
nitrogenase Klebsiella 277: 735 
modulation phospholipase A2 heart 
280: 581 


platelet arachidonate release calcium 
273: 561 
regulation ATPase actomyosin 
280: 39 
site adenosylmethionine synthetase 
essential cysteine 274: 225 
synthase mitochondria magnesium 
276: 149 
synthase subunit lysosome Batten 
disease 275: 269 
thymocyte lysis cation transport 
274: 139 
ATPase 
actomyosin interaction calponin cal> 
desmon 280: 33 
actomyosin regulation ATP light 
chain 280: 39 
ADP calcium transport sarcoplasmic 
reticulum 274: 427 
beta subunit expression 279: 329 
calcium brain chicken 275: 555 
calcium conformation erythrocyte 
lysine reactivity 279: 121 
calcium inhibitor hepatocyte T lym= 
phocyte 277: 553 
calcium retinoid 277: 603 
domain structure erythrocyte cell 
membrane 279: 537 
ecto celi CAM 105 liver 278: 155 
FOF1 magnesium inactivation 
276: 149 
glycosylation multiple subunit muscle 
278: 375 
inhibitory antibody epitope location 
stomach 280: 243 
reticulocyte thyroxine retinoate sex 
273: 489 
surface epitope sarcoplasmic reticulum 
279: 203 
synaptic vesicle neurotransmitter 
transport 276: 363 
thyroid hormone sarcoplasmic reticu= 
lum 275: 35 
Trypanosoma membrane calmodulin 
calcium transport 280: 715 
Atrial 
natriuretic peptide receptor transport 
276: 493 
Atriopeptin 
calcium cytoplasm mesangium cGMP 
274: 323 
receptor subtype blood platelet 
278: 211 
receptor subtype internalization 
recycling 276: 493 
Avidin 
biotin binding site 278: 573 
biotinyl erythrocyte 273: 393 
Azidoandrostenedione 
inhibition aromatase 273: 533 
Azidosalicylaminoethanolphosphomyoi= 
nositol 
trisphosphate prepn 280: 533 
Azoferredoxin 
molybdoferredoxin partial reaction 
nitrogenase Klebsiella 279: 81 
Azotobacter 
flavodoxin multiple form electrochem 
277: 313 
nitrogenase molybdenum iron protein 
cysteine 277: 457 
vanadium nitrogenase hydrazine 
formation 277: 465 
A68 
protein tau factor brain Alzheimer 
279: 831 
B 


lymphoblast tetanus toxin proteolysis 
277: 47 

lymphocyte inositol pentakisphosp= 
hate isomer 280: 323 

lymphocyte proteoglycan link protein 
processing 280: 679 

Bacillus 
beta lactamase interaction cephamy= 
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cin structure 279: 111 
delta endotoxin photostability 
273: 43 
lactamase II active site 276: 401 
levansucrase polymerase hydrolase 
active site 279: 35 
protein DnaB RTP sequence similari= 
ty 275: 823 
Bacteria 
benzyl alc benzaldehyde dehydroge> 
nase sequence 273: 99 
thermophilic PS3 inorg phosphatase 
histidine 278: 595 
Band 
3 protein erythrocyte senescence 
275: 47 
Barium 
phosphoserine protein sequence detn 
280: 261 
Barrier 
blood brain capillary purifn charac> 
terization 276: 745 
diagram construction enzyme kinetics 
276: 265 
Basic 
fibroblast growth factor chondrocyte 
kinase 276: 157 
fibroblast growth factor release retina 
276: 113 
myelin protein methylase I brain 
275: 381 
Basolateral 
membrane intestine glutamine trans> 
port 277: 687 
membrane prepn parotid gland 
279: 843 
Batten 
disease ATP synthase subunit lyso= 
some 275: 269 
BC3HI1 
cell differentiation calcium mobiliza= 
tion 273: 219 
Bean 
mung inositol pentakisphosphate 
275: 485 
Bee 
venom phospholipase A2 pancreas 
comparison 278: 843 
Beetle 
neuropeptide corpus cardiacum 
275: 671 
Benzaldehyde 
dehydrogenase sequence bacteria 
273: 99 
Benzodiazepine 
receptor protein isolation 275: 419 
site albumin octanoate 273: 641 
Benzofuranol 
deriv lipoxygenase pseudoperoxidase 
stimulation 274: 287 
Benzohydroquinone 
calcium cytosol pool manoalide 
279: 367 
Benzoquinone 
conjugate glutathione transferase 
inactivation 276: 661 
Benzyl 
alc dehydrogenase sequence bacteria 
273: 99 
Beryllofluoride 
hydrogen sulfate analog sulfatase 
279: 361 
Beta 
adrenergic receptor heart thyroid 
hormone 277: 625 
alanine electrolyte cotransport kidney 
277: 891 
cell pancreas insulin formation poly= 
amine 277: 533 
crystallin transglutaminase oxygen 
radical 274: 869 
lactam antibiotic structure substrate 
lactamase 279: 111 
lactamase Bacillus interaction cepha> 
mycin structure 279: 111 
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oxidn hexadecanedionoyl mono CoA 
liver 273: 205 
Beta2 
microglobulin oxygen radical 
2Ft: ¥FS 
BHA 
induction glutathione transferase 
subunit 277: 501 
BHK 
cell cathepsin D human 273: 355 
cell recombinant human lactoferrin 
276: 349 
cell spermine toxicity 280: 193 
Bilayer 
lipid phase transition daunomycin 
verapamil 279: 413 
Bile 
acid acyltransferase kidney 280: 821 
acid formation liver cyclosporine 
275: 501 
acid hepatocyte cholesterol hydroxy= 
lase 276: 73 
acid liver cholesterol ester lipoprotein 
280: 359 
acid sequestration cholesterol lipopro= 
tein hyperlipidemia 278: 651 
acid steroid hydroxylase isoenzyme 
specificity 275: 105 
lipid enzyme secretion mechanism 
cefmetazole 275: 591 
obstruction cholesterol bile acid me= 
tab 280: 373 
salt activated lipase substrate specif= 
icity 279: 297 
secretion processing liver phosphati> 
dylcholine 275: 139 
tertbutylnitrophenyinitrone adduct 
halothane anesthesia 277: 795 
Bilirubin 
UDP glucuronosyltransferase human 
liver 278: 465 
Binding 
protein fatty acid liver LY171883 
280: 387 
protein insulinlike growth factor 
analog 278: 249 
Bioluminescence 
detn inositol phosphate 274: 663 
Bioluminescent 
substrate cAMP protein kinase 
279: 727 
Biotin 
absorption intestine ileum jejunum 
279: 671 
binding site avidin streptavidin 
278: 573 
deriv calmodulin prepn biol 275: 733 
pyruvate carboxylase phosphate 
transfer reaction 273: 443 
Biotiny] 
erythrocyte avidin 273: 393 
Bird 
erythrocyte membrane phosphatidyli= 
nositol synthase 275: 187 
a cop 
ructose redn activation thioredoxin 
dithiothreitol 278: 787 
Blood 
brain barrier capillary purifn charac> 
terization 276: 745 
coagulation factor complement C4bp 
review 277: 581 
factor VII tissue factor 278: 729 
factor VIII deleted mutant 277: 23 
genome DNA isolation rapid method 
273: 229 
glycoprotein synovial fluid irradn 
arthritis 273: 459 
group neutral oligosaccharide sub= 
maxillary mucin 279: 95 
liver lipid —— metab hypothy= 
roidism 273: 375 
macroglobulin alpha2 dissocn kinetics 
278: 325 
plasma alphal proteinase inhibitor 


sheep 273: 685 
plasma thrombin purifn human 
280: 805 
platelet activating factor protein 
kinase 278: 255 
platelet activating factor receptor 
solubilization 278: 405 
platelet aggregation inhibition trifla= 
vin venom 277: 351 
platelet arachidonate mobilization 
protein kinase 280: 93 
platelet arachidonate release calcium 
ATP 273: 561 
platelet atriopeptin receptor subtype 
278: 211 
platelet calcium influx translocation 
agonist 280: 783 
platelet calcium protein kinase 
278: 411 
platelet calpain inhibitor 274: 497 
platelet fibrinogen protein kinase 
cAMP 273: 115 
platelet Gi protein thrombin 
279: 643 
platelet glycoprotein detection 
279: 419 
platelet laminin receptor 274: 535 
platelet phosphoinositide protein 
kinase 278: 475 
platelet protein kinase erythrosphin= 
gosine 278: 387 
platelet thrombospondin soln proper= 
ty 275: 263 
platelet transforming growth factor 
glioblastoma 277: 165 
retinoic acid metab glucuronide 
208: S27 
vessel cell cycle Id gene 277: 285 
vessel endothelium thrombomodulin 
tissue factor 273: 679 
vessel inositol phosphate metab 
277: 1 
vessel phosphatidylcholine hydrolysis 
angiotensin 276: 19 
vessel smooth muscle myosin 
277: 145 
vessel smooth muscle thrombin 
274: 799 
Body 
wt growth factor diabetes 276: 547 
Bombesin 
calcium transient fibroblast 278: 849 
phospholipase diradylglycerol forma= 
tion PMA 280: 431 
receptor pancreas guanine nucleotide 
280: 163 
Bone 
alk phosphatase gene retinoate 
274: 673 
cathepsin B L 279: 167 
osteoblast proteoglycan 277: 199 
osteopontin transforming growth 
factor 273: 523 
parathormone receptor cytokine 
retinoate 280: 451 
procollagen prolyl hydroxylase inhib= 
itor 275: 469 
proliferation parathormone fragment 
277: 863 
protein formation fetus mineralization 
274: 513 
Botryodiplodia 
glucosidase multiple form 275: 721 
Bowfin 
insulin sequence 276: 261 
Bradykinin 
B2 kinin receptor mol form 276: 141 
calcium aorta endothelium 278: 697 
calcium arachidonate vascular en= 
dothelium 280: 281 
hsp27 phosphorylation 277: 635 
Brain 
adenosine receptor solubilization 
reconstitution 275: 651 
angiotensin receptor 277:.729 


A68 protein tau factor Alzheimer 
279: 831 
blood barrier capillary purifn charac= 
terization 276: 745 
calcitonin receptor 273: 179 
calcium ATPase chicken 275: 555 
calcium channel inositol trisphosphate 
receptor 277: 125 
endooligopeptidase A metalloendo= 
peptidase polemic 277: 294 
glucose metab glutamine formation 
hyperammonemia 277: 697 
glucose metab hyperammonemia 
hepatic encephalopathy 277: 693 
glutathione transferase isoenzyme 6 
274: 405 
heparin sulfate proteoglycan anti= 
thrombin receptor 280: 393 
inositol phosphate phosphatase inhib= 
itor 278: 219 
inositol tetrakisphosphate receptor 
labeling 280: 533 
inositol tetrakisphosphate receptor 
purifn 275: 453 
inositol trisphosphate kinase calmo= 
dulin site 280: 125 
inositol trisphosphate phosphatase 
isoform regeneration 277: 293 
mastoparan stimulated nucleotidase 
278: 341 
microtubule assembly GTP hydrolysis 
277: 239 
myelin basic protein methylase I 
275: 381 
neurofibrillary tangle tau factor Al= 
zheimer 273: 127 
neurotensin endopeptidase 276: 583 
phosphofructokinase fructose diphos= 
phatase 276: 455 
prolyl endopeptidase 276: 237 
protein tau Alzheimer Down phos= 
phorylation 275: 99 
S 100b protein cadmium 276: 13 
spectrin neurofilament light chain 
domain 275: 521 
synaptosome G protein hypothyroid 
ism 275: 183 
testis cannabinoid receptor transcrip= 
tion mammal 279: 129 
Branched 
enzyme pathway substrate inactiva> 
tion kinetics 279: 87 
Bromoacetylphosphonate 
alkylation thiol dehydrogenase 
275: 767 
Bromoacetylphosphonic 
acid alkylating agent 275: 772 
Brown 
adipose glucose utilization starvation 
refeeding 273: 233 
adipose lipid peroxidn cold 277: 289 
adipose lipoprotein lipase glycosida= 
tion 277: 801 
adipose mitochondria GDP binding 
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tion 278: 393 
iron protein cysteine nitrogenase 
Azotobacter 277: 457 
iron protein kinetics redox independ= 
ence 279: 81 
iron protein sulfur prokaryote 
280: 817 
Molybdoferredoxin 
redox independence nitrogenase par= 
tial reaction 279: 81 
Monensin 
glycosphingolipid metab cell 
219: T33 
Monkey 
rat heme oxygenase isoenzyme homol 
275: 159 
Monoclonal 
antibody glycoprotein IIIa 274: 457 
antibody glycoprotein platelet 
279: 419 
antibody phosphatidylinositol kinase 
II 273: 63 
antibody receptor 280: 1 
antibody rhesus D human Escherichia 
277: 561 
Monocyte 
actin polymn G protein 275: 809 
complement gene glucocorticosteroid 
280: 117 
endocytosis interferon gamma recep> 
tor 274: 775 
phospholipase A2 characterization 
276: 631 
proteoglycan link protein fragment 
processing 280: 679 
Monokine 
phospholipase A2 secretion mesangium 
273: 199 
Monomer 
insulin receptor tyrosine kinase 
273: 49 
Mononuclear 
leukocyte melatonin formation metab 
280: 727 
Monooxygenase 
kidney sex androgen receptor 
278: 499 
Monosome 
mRNA insulin GTP translocation 
215: 25 
Morphine 
dehydrogenase Pseudomonas 
274: 875 
Morphol 
hepatocyte DMSO 277: 773 
Mouse 
androgen receptor gene sequence 
expression 278: 269 
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contrapsin gene sequence 276: 337 
human laminin B2 subunit glycosyla= 
tion 277: 593 
serum amyloid A protein sequence 
280: 45 
transgenic guinea pig lactalbumin 
gene 275: 459 
transgenic human ornithine decarbox= 
ylase gene 278: 895 
Ula Ulb RNA gene expression 
277: 719 
mRNA 
acute phase protein hepatocyte 
277: 477 
acyl CoA binding protein preadipo= 
cyte 277: 341 
adrenergic receptor tissue thyroid 
hormone 277: 625 
aminolevulinate synthase degrdn 
hepatocyte protein 274: 619 
annexin glucocorticosteroid 275: 313 
cmyc polysome cytoskeleton 
274: 607 
EGF kidney swine 279: 315 
endothelin kidney 275: 817 
glucose phosphate dehydrogenase 
hepatocyte 276: 245 
insulin growth factor gene human 
280: 439 
insulin translocation GTP 275: 23 
malic enzyme liver development 
279: 407 
metallothionein liver protein forma= 
tion inhibitor 273: 185 
myosin myofibril subsarcolemma 
279: 309 
protein GLUT4 adipocyte obesity 
279: 303 
ribosome cytoskeleton interaction 
review 277: 1 
tartrate resistant acid phosphatase 
structure 277: 631 
translation structure ornithine decar> 
boxylase polyamine 274: 521 
Mucin 
cervix mucus epitope 274: 293 
disulfide bound glycoprotein intestine 
274: 679 
formation HTE cell culture 277: 713 
gene expression pancreas cancer 
differentiation 276: 599 
glycopeptide heterogeneity sputum 
cystic fibrosis 276: 677 
macromol property polymeric struc> 
ture trachea 276: 525 
oligomer secretion stomach 279: 251 
saliva 280: 341 
sputum cystic fibrosis 276: 667 
structure compn stomach 277: 423 
submaxillary neutral oligosaccharide 
blood group 279: 95 
submucosal gland cholinergic system 
275: 663 
sulfated oligosaccharide respiratory 
cystic fibrosis 275: 199 
Mucolipidosis 
glucuronate sulfatase skin fibroblast 
279: 399 
Mucopolysaccharidosis 
fibroblast human arylsulfatase gene 
transduction 276: 499 
glucuronate sulfatase skin fibroblast 
279: 399 
type I iduronidase 274: 263 
Mucus 
cervix mucin epitope 274: 293 
Multicatalytic 
proteinase complex subunit compn 
278: 171 
Multidrug 
resistance daunomycin membrane 
verapamil 279: 413 
Mung 
bean inositol pentakisphosphate 
275: 485 


Muscarinic 
receptor inositol phosphate neurob= 
lastoma 273: 791 
receptor phosphoinositide metab 
trachea 275: 373 
Muscle 
ATPase glycosylation multiple sub= 
unit 278: 375 
calcitonin gene related peptide recep= 
tor 277: 139 
calcium ATPase thyroid hormone 
275: 35 
cell vol glutamine alanine release 
276: 559 
contraction actin myosin crossbridge 
review 274: 1 
contraction inositol phosphate 
280: 631 
FABP protein gene cloning 278: 361 
glucose metab pregnancy 280: 549 
glucose metab thyroid hormone 
278: 587 
glucose starvation refeeding 277: 429 
glutamine glucose glucocorticoid 
274: 187 
glutamine metab 279: 327 
glutamine metab chicken rat 
274: 769 
glutathione transferase isoenzyme 
heterodimer human 273: 323 
glycogen phosphorylase muscular 
dystrophy 278: 113 
growth factor diabetes 276: 547 
human enolase gene ENO3 sequence 
275: 427 
interleukin lbeta 279: 683 
junctional sarcoplasmic reticulum 
HCP protein 277: 825 
liver ryanodine receptor binding 
276: 41 
membrane glutamine transport spe> 
cificity 278: 105 
metab insulin peroxyvanadate 
276: 289 
protein artery calcium caldesmon 
277: 819 
protein fasting 275: 165 
protein formation muscular dystrophy 
275: 477 
protein metab review 273: 21 
proteoglycan 274: 219 
quisqualate sensitive glutamate recep= 
tor crustacea 273: 165 
receptor insulin insulinlike growth 
factor 273: 673 
skeletal mitochondria ethanol 
274: 565 
smooth blood vessel thrombin 
274: 799 
smooth calmodulin protein kinase C 
277: 445 
smooth cell division myosin 277: 145 
subsarcolemma myosin mRNA 
279: 309 
Muscular 
dystrophy glycogen phosphorylase 
muscle 278: 113 
dystrophy muscle protein formation 
275: 477 
Mutation 
collagen gene osteogenesis imperfecta 
276: 765 
Mycobacterium 
citrate synthase gene cloning sequence 
278: 225 
Myelin 
basic protein methylase I brain 
275: 381 
Myeloid 
cell platelet activating factor 
273: 573 
Myeloma 
difluoromethylornithine resistance 
hnRNA human 278: 871 
glucocorticoid resistance ornithine 
decarboxylase gene 279: 435 


Myoblast 
collagen binding heat shock glycopro= 
tein 274: 793 
differentiation zinc deficiency 
276: 109 
membrane protein phosphorylation 
kinase 279: 467 
Myocyte 
ATP calcium acidification 274: 55 
Myofibril 
myosin mRNA 279: 309 
Myometrium 
oxytocin binding magnesium 277: 97 
Myosin 
actin crossbridge muscle contraction 
review 274: 1 
isoform cell division vessel 277: 145 
light chain kinase activation antibody 
275: 679 
light chain regulation ATPase acto= 
myosin 280: 39 
mRNA myofibril subsarcolemma 
279: 309 
Myotube 
differentiation protein phosphoryla= 
tion kinase 279: 475 
NAD 
alc dehydrogenase stability 276: 433 
NADH 
CoQ reductase heart mitochondria 
hypoxia 274: 133 
dehydrogenase methylphenylpyridini= 
um piericidin A 273: 481 
transfer glycerol phosphate lactate 
dehydrogenase 278: 875 
ubiquinone oxidoreductase subunit 
sequence mitochondria 278: 821 
NADPH 
oxidase fibroblast superoxide release 
275: 241 
Naja 
venom phospholipase A2 pancreas 
comparison 278: 843 
NAP 
2 formation CTAP III proteinase 
275: 581 
Naphthoflavone 
liver acinus cytochrome P 450 
277: 577 
Neocallimastix 
glucose metab 274: 595 
Neomycin 
platelet inositol phospholipid throm= 
bin receptor 273: 241 
Neoplasm 
ceruloplasmin formation 280: 671 
dolichol formation 278: 741 
glucose utilization animal tissue ca> 
chexia 277: 321 
polyamine metab 280: 289 
Nerve 
calcium transport inositol trisphosp= 
hate 276: 163 
catecholamine release protein kinase 
280: 65 
nucleoside transport protein kinase 
279: 651 
phospholipase D inhibition aminogly= 
coside 279: 319 
synapsin | domain interaction calmo= 
dulin 275: 93 
taurolithocholate uptake 273: 153 
Nervous 
system fatty acid cobalamine defi= 
ciency 275: 585 
Neuroblastoma 
muscarinic receptor inositol phos> 
phate 273: 791 
Neurofibrillary 
tangle brain tau factor Alzheimer 
273: 127 
Neurofilament 
light chain spectrin domain brain 
275: 521 
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Neuroglia 
GABA transport sodium 275: 435 
Neuromedin 
receptor pancreas guanine nucleotide 
280: 163 
Neuronal 
chimaerin binding phorbol ester zinc 
280: 233 
Neuropeptide 
corpus cardiacum beetle 275: 671 
Neurospora 
dehydroquinase active site sequence 
27531 
Neurotensin 
endopeptidase brain 276: 583 
Neurotoxin 
binding region acetylcholine receptor 
274: 849 
Neurotransmitter 
receptor potassium channel regulation 
277: 899 
transport synaptic vesicle anion 
276: 363 
Neutral 
endopeptidase thymic humoral factor 
gamma2 278: 891 
oligosaccharide blood group submaxil= 
lary mucin 279: 95 
Neutrophil 
activating peptide 2 platelet CTAPIII 
275: 581 
arachidonate exocytosis calcium G 
protein 275: 127 
arachidonate lipoxygenase activation 
280: 379 
calcium influx agonist intracellular 
store 277: 73 
chemoattractant cytokine melanoma 
stimulatory activity 278: 493 
elastase cathepsin B sputum modula> 
tion 276: 325 


formyl peptide receptor glycosylation 
277: 67 


phosphatidate glycerolipid platelet 
activating factor 280: 625 
platelet activating factor dynamics 
278: 453 
receptor heterogeneity chemotactic 
formyl peptide 276: 715 
secretion guanosine thiotriphosphate 
279: 657 
signal transduction receptor calcium 
277: 705 
Newborn 
liver glutathione metab 274: 891 
Nicotinic 
receptor Torpedo neurotoxin binding 
274: 849 
Niemann 
Pick disease pyrenesphingomyelin 
metab fibroblast 275: 211 
Nitrate 
reductase heme binding domain Chlo= 
rella 278: 203 
reductase tobacco expression Saccha> 
romyces 278: 393 
Nitric 
oxide calcium cytoplasm mesangium 
cGMP 274: 323 
oxide formation arginine hydroxyl= 
amine 273: 547 
oxide reductase Thiosphaera 
273: 423 
oxide synthase Kupffer cell chemilu= 
minescence 279: 311 
Nitrogen 
balance growth factor diabetes 
276: 547 
Nitrogenase 
magnesium ATP cleavage reversibility 
Klebsiella 277: 735 
molybdenum iron protein cysteine 
Azotobacter 277: 457 
partial reaction molybdoferredoxin 
redox independence 279: 81 


Rhodospirillum pyruvate oxidoreduc= 
tase 279: 155 
vanadium Azotobacter hydrazine 
formation 277: 465 
Nitrophenyl 
phosphate hydrolysis phosphoprotein 
phosphatase okadate 275: 233 
Nitrosoacetylpenicillamine 
calcium cytoplasm mesangium cGMP 
274: 323 
Nitrosobenzene 
fatty acid radical 276: 447 
Nitrous 
oxide reductase Thiosphaera 
273: 423 
NMR 
adenylate kinase aliph amino acid 
273: 311 
carboxy group acidity heparin glucu> 
ronate 278: 689 
ESR spectrometry membrane review 
274: 625 
hyaluronate synovial fluid arthritis 
exercise 273: 459 
protein carbon 13 probe 280: 649 
Nomenclature 
error enzyme 279: 328 
glucokinase mammal 275: 821 
IUB sialidase endosialidase review 
278: 311 
thimet oligopeptidase polemic 
277: 295 
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protein liver carcinoma trout 
280: 491 
Noradrenaline 
adipocyte glucose transport 277: 119 
insulin secretion CGMP 278: 243 
Notechis 
venom notexin tyrosine modification 
property 280: 739 
Notexin 
toxicity tyrosine modification phos= 
pholipase A2 280: 739 
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factor heme oxygenase gene human 
277: 895 
localization sequence interleukin 1 
beta 280: 111 
Nucleic 
acid hybridization 278: 735 
Nucleophile 
essential aldehyde dehydrogenase 
esterase activity 275: 207 
Nucleoside 
receptor T lymphocyte proliferation 
278: 471 
sodium resorption multiple carrier 
274: 27 
sodium transporter intestine oocyte 
278: 605 
transport nerve protein kinase 
279: 651 
transport protein fluorescence probe 
273: 667 
Nucleotidase 
activation decavanadate kidney 
273: 795 
HNK 1 epitope Torpedo 278: 199 
low Km ecto sol kidney 273: 409 
mastoparan stimulated brain 
278: 341 
Nucleotide 
adenine metab carcinoma hepatoma 
213: 27T 
adenylylated Synechococcus stress 
276: 487 
cyclic calcium pump tissue 277: 345 
guanine adenine phospholipase D 
granulocyte 278: 81 
guanine B2 kinin receptor 276: 141 
guanine G protein insulin secretion 
275: 639 
triphosphate Ah receptor DNA bind= 
ing 274: 401 
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Nucleus 
liver cell pentraxin binding 279: 257 
phosphoprotein B2 binding DNA 
274: 687 
O 
glycosylation interferon alpha2 
276: 511 
Obesity 
adenosine receptor adipocyte adeny= 
late cyclase 279: 17 
adipocyte adenylate cyclase G protein 
276: 197 
adipocyte protein GLUT4 mRNA 
279: 303 
amino acid uptake liver 280: 367 
brown adipose GDP diet 279: 575 
hyperglycemia pancreas glucose metab 
278: 353 
lipid metab tissue lipase triolein 
274: 651 
muscle metab insulin peroxyvanadate 
276: 289 
Obtusifoliol 
demethylase specificity sterol struc= 
ture corn 277: 483 
Ocean 
pout fatty acid binding protein 
275: 569 
Octamer 
element TAATGARAT binding cell 
factor 277: 541 
element Ula Ulb RNA gene 
ZIi: 119 
Octanoate 
diazepam tryptophan site albumin 
273: 641 
Oct1 
binding Ula Ulb RNA gene 
ZIT: T19 
Okadaic 
acid enzyme adipose insulin 
276: 649 
Okadate 
phosphoprotein phosphatase nitro= 
phenyl phosphate hydrolysis 
275: 233 
Oleate 
facilitated diffusion FABP protein 
275: 569 
facilitated diffusion FABP protein 
polemic 280: 835 
insulin triacyglycerol secretion liver 
280: 99 


Oligomer 
mucin secretion stomach 279: 251 
Oligopeptidase 
prolyl related serine type peptidase 
279: 907 
thimet polemic 277: 295 
Oligophosphoglyceroyl 
ATP phosphodiesterase liver mito= 
chondria 274: 275 
Oligosaccharide 
apolipoprotein B48 small intestine 
274: 159 
elastase 1 pancreas 278: 505 
neutral blood group submaxillary 
mucin 279: 95 
processing endoplasmic reticulum 
Golgi app 279: 159 
protein linked heparan sulfate proteo= 
glycan 277: 297 
structure keratan sulfate cartilage 
278: 779 
substrate specificity mannosidase 
mannosidosis 277: 743 
sulfated mucin respiratory cystic 
fibrosis 275: 199 
VIP receptor structure activity 
278: 527 
Oligosialic 
acid anion exchange HPLC 280: 575 
Oncogene 
adenovirus human review 275: 281 
transformation phosphatidylethanola= 
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mine hydrolysis PMA bryostatin 
276: 505 
Oncoprotein 
adenovirus human review 275: 281 
Oocyte 
acetyl CoA carboxylase kinase 
p44mpk 274: 759 
insulin receptor Xenopus 273: 673 
intestine sodium nucleoside trans= 
porter 278: 605 
Operator 
trp mutant conformation 273: 383 
Opioid 
receptor cholera toxin adenylate 
cyclase 275: 175 
Organ 
collagen metab development senes= 
cence 276: 307 
ethanol metab enzyme 275: 507 
phosphatidylethanolamine ethanola= 
mine plasmalogen formation 
273: 121 
Organelle 
calcium storing inosito! trisphosphate 
liver 274: 643 
Ornithine 
decarboxylase degrdn reticulocyte 
277: 683 
decarboxylase gene amplification 
methylation human 279: 435 
decarboxylase gene human myeloma 
cell 278: 871 
decarboxylase gene human transgenic 
mouse 278: 895 
decarboxylase mRNA translation 
structure polyamine 274: 521 
decarboxylase turnover essential 
amino acid 277: 671 
transcarbamoylase precursor trans> 
port mitochondria polyamine 
279: 815 
transport Ehrlich cell diamine 
280: 825 
Osteoblast 
parathormone calcium cAMP 
274: 15 
parathormone receptor cytokine 
retinoate 280: 451 
proteoglycan 277: 199 
Osteoclastoma 
acid phosphatase subunit mRNA 
277: 631 
Osteogenesis 
imperfecta collagen gene mutation 
276: 765 
imperfecta procollagen I gene muta> 
tion 279: 747 
Osteonectin 
formation fetus mineralization 
274: 513 
Osteopontin 
bone transforming growth factor 
273: 523 
formation fetus mineralization 
274: 513 
Ostrich 
eye crystallin arginosuccinate lyase 
273: 295 
Outer 
membrane Escherichia kil gene 
275: 545 
Ovary 
granulosa FSH DNA topoisomerase 
201: S51 
Ovotransferrin 
copper coordination EXAFS 
280: 151 
Ox 


complex I subunit gene sequence 
278: 821 
Oxalate 
inhibition hydroxypyruvate reductase 
spinach 276: 125 
Oxaloacetate 
metab rotenone adenylate plant 
274: 249 


Oxidant 
cigaret smoke lipid peroxidn 
277: 133 
Oxidase 
acyl CoA hepatocyte peroxisome 
proliferator 280: 249 
acyl CoA liver 275: 247 
amine spermine animal cell 280: 193 
coproporphyrinogen erythropoiesis 
321 
cytochrome cyanide photochem ligand 
exchange 279: 355 
lysyl skin 275: 657 
NADPH fibroblast superoxide release 
275: 241 
polyamine rodent cell neoplasm 
280: 289 
polyphenol inhibition cysteine kinet= 
ics mechanism 277: 869 
protoporphyrinogen inhibition diphe= 
nyl ether herbicide 277: 17 
quinol redox component Escherichia 
membrane 274: 723 
ubiquinol size Escherichia 276: 555 
Oxidative 
decarboxylation dihydroxyphenyllac 
tate tyrosinase mechanism 
277: 849 
phosphorylation stoichiometry pro= 
tonmotive force mitochondria 
215: 75 
Oxidatively 
damaged Hb proteinase erythrocyte 
277: 779 
Oxidized 
lipoprotein macrophage glutathione 
atherosclerosis 278: 429 
Oxidn 
beta hexadecanedionoyl mono CoA 
liver 273: 205 
fatty acid detn radioassay 279: 147 
macrophage low d lipoprotein lipox= 
ygenase 278: 163 
thiol vimentin cytoskeleton 275: 789 
Oxidoreductase 
aldehyde iron sulfur center Desulfovi= 
brio 280: 817 
lactate cytochrome c electron transfer 
274: 207 
NADH ubiquinone subunit sequence 
mitochondria 278: 821 
pyruvate Rhodospirillum nitrogenase 
279: 155 
ubiquinone subunit sequence heart 
mitochondria 277: 11 
Oxoacid 
dehydrogenase E2 component lipoyla= 
tion Escherichia 277: 153 
Oxoglutaramate 
metab kidney glutaminase 277: 33 
Oxygen 
carbodiimide cytochrome c 276: 121 
radical beta crystallin transglutami> 
nase 274: 869 
radical beta2 microglobulin 277: 175 
Oxygenase 
heme cDNA sequence chicken expres= 
sion 273: 659 
heme gene human nuclear factor 
277: 895 
heme interleukin tumor necrosis 
factor 279: 891 
heme isoenzyme homol Cebus rat 
275: 159 
heme | chick mammal 279: 849 
Oxytocin 
binding myometrium magnesium 
277: 97 
insulin release pancreatic islet 
276: 169 
secretion protein kinase translocation 
273: 493 
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450 calcium influx store 274: 193 
450 IVA hepatocyte 275: 247 


450 liver peroxisome proliferator 
280: 249 
450 sce formation cell 274: 813 
PAGE 
SDS mol wt protein 280: 553 
Palmitoyl 
arachidonoyl CoA synthetase identity 
platelet 274: 145 
CoA synthetase peroxisome 276: 53 
Palmitoyltransferase 
carnitine erythrocyte membrane 
275: 685 
carnitine mitochondria liver diabetes 
hypothyroidism 277: 611 
Pancreas 
acinar inositol triphosphate kinase 
274: 622 
ascorbate dehydroascorbate transport 
development 274: 739 
beta cell insulin formation polyamine 
Zit: 333 
bombesin neuromedin receptor gua= 
nine nucleotide 280: 163 
calcium mobilization substance P 
273: 541 
cancer mucin gene expression differ= 
entiation 276: 599 
EGF mRNA swine 279: 315 
elastase 1 carbohydrate structure 
278: 505 
enzyme caerulein dexamethasone 
glucose 279: 197 
FAD glycerophosphate dehydrogenase 
glucose 278: 335 . 
glucose metab hyperglycemia obesity 
278: 353 
glutathione transferase isoenzyme 
275: 507 
granule protein GP2 secretion 
277: 879 
islet PMA phosphoinositide 278: 49 
islet protein formation glucose 
274: 73 
manganese binding procarboxypepti= 
dase B 278: 857 
venom phospholipase A2 comparison 
278: 843 
Pancreastatin 
adrenal medulla gastrointestinal 
276: 471 
Pancreatic 
beta cell potassium channel 277: 619 
hormone liver cell vol 280: 105 
islet gene glucokinase GLUT2 protein 
279: 899 


islet glycolysis glucose calcium 


islet insulin release oxytocin 
276: 169 
Pancreatoma 
inositol trisphosphate kinase 
274: 622 
Papain 
interaction protein inhibitor titrn 
276: 387 
Papaya 
proteinase omega structure active 
site 280: 79 
Parathormone 
calcium cAMP osteoblast 274: 15 
fragment bone proliferation 277: 863 
receptor osteoblast cytokine retinoate 
280: 451 
Parenchyma 
liver low density lipoprotein uptake 
276: 135 
Parietal 
secretion small GTP binding protein 
279: 43 
Parotid 
gland basolateral membrane prepn 
279: 843 
Particle 
magnetic polynucleotide immobiliza= 
tion 278: 735 
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Partition , 
affinity plasma membrane purifn 
273: 173 
PBP 


protein high mol wt acyltransferase 
279: 601 
PBP5 
protein Enterococcus sequence Sta> 
phylococcus inhibitory 280: 463 
Pea 
DNA methylase 273: 469 
ferritin development 274: 601 
glucuronyltransferase Golgi app 
277: 653 
Pectin 
methylesterase cell wall extension 
metal 279: 351 
methylesterase kinetics cation inter= 
action substrate 279: 343 
Penicillin 
acylase active site serine Kluyvera 
280: 659 
binding protein acyltransferase 
279: 601 
binding protein peptidase sequence 
Streptomyces 279: 223 
Penicillinase 
release Escherichia plasmid pEAP31 
275: 545 
Pentraxin 
binding liver cell nucleus 279: 257 
Peptidase 
DD specificity beta lactam carboxyl= 
ate 278: 801 
dipeptidyl IV deficiency Fischer rat 
273: 497 
dipeptidyl IV tissue development 
277: 331 
penicillin binding protein sequence 
Streptomyces 279: 223 
Pz endooligoendopeptidase A brain 
polemic 277: 294 
Pz nomenclature polemic 277: 295 
serine type family 279: 907 
sperm acrosome 275: 759 
thimet fluorescent peptide substrate 
prepn 274: 45 
thioester substrate acyl enzyme 
280: 499 
transforming growth factor hydrolysis 
280: 57 
Peptide 
cecropin fusion prepn cloning 
280: 219 
fluorescent metalloendopeptidase 24 
16 detn 280: 421 
fluorescent substrate prepn thimet 
peptidase 274: 45 
Kil Escherichia peptidoglycan 
275: 545 
Peptidoglycan 
Escherichia Kil peptide 275: 545 
Peptidylchloromethane 
prolyl endopeptidase inactivation 


Pepiidylprolyl 
isomerase cyclosporin mitochondria 
calcium 274: 611 
Perforin 
killing cell membrane binding 
280: 199 
Permeability 
calcium membrane cytochrome 450 
274: 193 
Peroxidase 
caffeate Bupleurum lignan formation 
273: 109 
glutathione selenium contg Chlamy> 
domonas 275: 623 
horseradish lactoperoxidase stereose= 
lective binding tyrosine 279: 245 
Peroxide 
hydrogen DNA base copper 273: 601 
Peroxidn 
lipid brown adipose cold 277: 289 


lipid cigaret smoke oxidant 277: 133 

lipid hepatocyte hydroxyl radical 
277: 767 

lipid macrophage glutathione atheros> 
clerosis 278: 429 

Peroxisome 

fatty acid oxidn 279: 147 

hexadecanedionoyl mono CoA beta 
oxidn 273: 205 

palmitoyl cerotoyl CoA synthetase 
276: 53 , 


proliferator cytochrome P 450 liver 
280: 249 
proliferator thyromimetic liver 
274: 745 
Peroxyvanadate 
muscle metab insulin 276: 289 
Pertussis 
toxin insensitive G protein phospholi= 
pase 280: 753 
toxin sodium dependent uridine 
transport 280: 515 
PGE2 
fructose bisphosphate liver 274: 309 
kidney protein kinase 279: 441 
metab HL60 cell PMA 279: 553 
PGF2 
fructose bisphosphate liver 274: 309 
pH 
cell wall extension pectin methylest= 
erase 279: 351 
heart protein synthesis adrenaline 
273: 347 
inositol trisphosphate binding recep= 
tor 278: 759 
purine nucleoside phosphorylase 
transition state 278: 487 
Phase 
sepn Triton X 114 280: 745 
transition lipid bilayer daunomycin 
verapamil 279: 413 
Phaseolus 
phenylalanine ammonia lyase multiple 
forms 279: 231 
Phenobarbital 
gluconeogenesis inhibition hepatocyte 
diabetes mellitus 280: 663 
Phenol 
bilirubin UDP glucuronosyltransferase 
human liver 278: 465 
Phenylalanine 
ammonia lyase multiple forms Pha> 
seolus 279: 231 
Phorbol 
dibutyrate platelet cytosol calcium 
278: 411 
ester binding enzyme zinc 280: 233 
ester deoxyglucose superoxide macro> 
phage 278: 119 
ester diradylglycerol formation phos= 
pholipase 280: 431 
ester GABA transport astroglia 
275: 435 
ester hexose transport adipocyte 
275: 145 
ester vessel thrombomodulin tissue 
factor 273: 679 
Phosphatase 
acid isoenzyme subunit structure 
prostate 277: 759 
acid tartrate resistant structure 
mRNA 277: 631 
alk gene retinoic acid 274: 673 
alk inhibition leucine 274: 91 
CD45 MAP 2 kinase lymphocyte 
276: 481 
glucose membrane topol endoplasmic 
reticulum 275: 133 
glucose regulation calcium liver mi= 
crosome 275: 805 
glucose transport protein liver micro> 
some 275: 363 
inhibitor insulin enzyme adipose 
276: 649 
inositol phosphate inhibitor brain 
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inositol tetrakisphosphate trisphosp= 
hate inhibition erythrocyte 
276: 333 

inositol trisphosphate isoform regen= 
eration brain 277: 293 

insulin EGF receptor dephosphoryla= 
tion 278: 69 

phosphoprotein nitrophenyl phos> 
phate hydrolysis okadate 275: 233 

phosphotyrosyl protein lung 
278: 435 


phosphotyrosylprotein insulin recep= 
tor kinase deactivation 275: 413 
protein phosphotyrosine 1B placenta 
276: 315 
protein plant subcellular quinate 
dehydrogenase 273: 733 
protein tyrosine multiple form liver 
274: 361 
Phosphate 
dependent glutaminase inactivation 
mitochondria liver 274: 109 
glucose transport parotid gland 
279: 843 
inositol Trypanosoma 275: 407 
ionization aspartate aminotransferase 
review 280: 832 
sodium cotransporter reconstitution 
278: 543 
transfer reaction pyruvate carboxylase 
273: 443 
Phosphatidate 
glycerolipid platelet activating factor 
neutrophil 280: 625 
Phosphatidylcholine 
fibroblast platelet derived growth 
factor 279: 559 
formation phospholipid hydrolysis 
273: 189 
hydrolysis blood vessel angiotensin 
276: 19 
metab liver regeneration 278: 347 
processing liver secretion bile 
275: 139 
Phosphatidylethanolamine 
formation organ 273: 121 
hydrolysis PMA bryostatin oncogene 
transformation 276: 505 
Phosphatidylinositide 
fibroblast platelet derived growth 
factor 279: 559 
Phosphatidylinositol 
biphosphate trachea muscarinic re> 
ceptor 275: 373 
glycosyl membrane anchor antibody 
273: 301 
glycosyl Tetrahymena 279: 605 
hydrolysis phospholipase A CMP 
278: 831 
kinase multiple form immunol differ= 
entiation 273: 63 
kinase phosphorylation insulin recep= 
tor kinase 280: 769 
phosphoinositide metab inositol ana> 
log erythrocyte 277: 407 
phospholipase C GTP protein se= 
quence 273: 225 
synthase erythrocyte membrane tur= 
key 275: 187 
Trypanosoma 275: 407 
Phosphocholine 
CTP cytidylyltransferase liver regen= 
eration 278: 347 
Phosphodiesterase 
cAMP forskolin 279: 23 
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tion kinetics 279: 87 
conformation glucocerebrosidase 
274: 557 
lactamase beta lactam antibiotic 
structure 279: 111 
specificity cathepsin B pH 275: 751 
Subunit 
aspartylglucosaminidase leukocyte 
276: 251 
beta integrin disulfide 274: 63 
GTP binding protein sequence squid 
273: 225 
methanol dehydrogenase lysine inter= 
action protein 280: 139 
multiple glycosylation ATPase muscle 
278: 375 
NADH ubiquinone oxidoreductase 
sequence mitochondria 278: 821 
protein X pyruvate dehydrogenase 
complex 278: 423 
structure acid phosphatase isoenzyme 
prostate 277: 759 
ubiquinone oxidoreductase sequence 
heart mitochondria 277: 11 
Succinate 
dehydrogenase topog mitochondria 
inner membrane 273: 719 
Sucrase 
isomaltase growth factor intestine 
enterocyte 280: 599 
isomaltase ileum jejunum bypass 
276: 563 
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uptake macrophage dexamethasone 
278: 129 
Sulfatase 
acetylgalactosamine liver human 
279: 515 
aluminofluoride beryllofluoride hy= 
drogen sulfate analog 279: 361 
glucuronate skin fibroblast 279: 399 
Sulfate 
hydrogen analog aluminofluoride 
beryllofluoride sulfatase 279: 361 
keratan isosteric chondroitin sulfate 
275: 267 
tyrosine protein secretion kidney 
279: 289 
Sulfated 
oligosaccharide mucin respiratory 
cystic fibrosis 275: 199 
Sulfation 
chondroitin sulfate proteoglycan 
antibody binding 273: 237 
heparin formation model 275: 151 
Sulfobenzoate 
dioxygenase component Comamonas 
274: 833 
Sulfoglycoprotein 
polarized secretion epithelium 
279: 289 
Sulfotransferase 
adenosine phosphosulfate Euglena 
274: 355 
heparin formation 275: 151 
Sulfur 
homolog tyrosine transport melanoma 
antitumor 280: 721 
iron center aldehyde oxidoreductase 
Desulfovibrio 280: 817 
Superoxide 
deoxyglucose macrophage phorbol 
ester 278: 119 
dismutase copper erythropoiesis 
274: 153 
dismutase glycation heparin affinity 
279: 263 
release fibroblast NADPH oxidase 
275: 241 
Surfactant 
assocd protein lung review 273: 249 
protein A phospholipid vesicle aggre= 
gation 275: 273 
protein D A lung 279: 115 
protein lung lamellar body 274: 115 
pulmonary protein C precursor pro= 
cessing 277: 493 
Suspension 
culture plant xyloglucan endotrans> 
glycosylation extracellular 
279: 529 
Swelling 
hepatocyte enzyme 278: 887 
Swine 
EGF mRNA kidney 279: 315 
Synapsin 
1 domain interaction calmodulin 
nerve 275: 93 
1 tubulin interaction site 276: 793 
Synaptic 
vesicle neurotransmitter transport 
anion 276: 363 
Synaptosome 
G protein brain hypothyroidism 
275: 183 
Synechococcus 
heat metal stress adenylylated nu= 
cleotide 276: 487 
Synovial 
fluid NMR hyaluronate arthritis 
exercise 273: 459 
Synthase 
acetylglutamate liver polemic 
275: 822 
aminoacetone essential histidine liver 
215: S19 
aminolevulinate mRNA degrdn hepa= 


tocyte protein 274: 619 
ATP mitochondria heart review 
280: 561 
ATP mitochondria magnesium 
276: 149 
ATP subunit lysosome Batten disease 
275: 269 
chitin Entamoeba encystation 
280: 641 
citrate conversion citryl CoA lyase 
280: 521 
citrate gene Mycobacterium cloning 
sequence 278: 225 
dehydroquinate dehydroquinase 
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276: 841 
farnesyl diphosphate recombinant 
form 275: 61 
fatty acid ethyl ester organ 275: 507 
glutamate Rhodospirillum 279: 151 
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hydroxymethylbilane mechanism 
arginine Escherichia 275: 447 

hydroxymethylglutaryl CoA liver 
diurnal rhythm 280: 61 
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corn 279: 509 

nitric oxide Kupffer cell chemilu= 
minescence 279: 311 

phosphatidylinositol erythrocyte 
membrane turkey 275: 187 
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274: 167 
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transferase stereochem kinetics 
274: 807 

tryptophan yeast mechanism hydro= 
gen exchange 273: 605 

Synthetase 

acetylglutamate liver polemic 
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adenosylmethionine ATP site essen= 
tial cysteine 274: 225 
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valyl tRNA gene sequence human 
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binding transcription factor Oct1 
Oct2 277: 541 
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protein brain Alzheimer Down phos= 
phorylation 275: 99 
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Taurolithocholate 
uptake platelet nerve 273: 153 
Tautomerase 
dopachrome melanoma specificity 
carboxylated indole 277: 393 
TCDD 
Ah receptor DNA binding 274: 401 
cytochrome P 450 liver acinus 
2112 597 
toxicity Ah receptor review 276: 273 
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inositol phospholipid lymphocyte G 
protein 275: 689 
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integrin GPIIb GPIIIa calcium 
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proteoglycan 274: 219 
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adduct bile halothane anesthesia 
277: 795 
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conformation hyaluronan 274: 699 
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brain cannabinoid receptor transcrip> 
tion mammal 279: 129 
collagenase procollagenase secretion 
219: 15 
isoenzyme recombinant lactate dehy> 
drogenase human 273: 587 
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reticulocyte ATPase retinoate thyrox> 
ine 273: 489 
Tetanus 
toxin proteolysis B lymphoblast 
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prostaglandin lactone metab 
273: 593 
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glycerol substrate glucocerebrosidase 
274: 557 
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fibroblast tumor necrosis factor inter= 
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279: 605 
Tetrakisphosphate 
inositol calcium transport nerve 
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cysteine proteinase thaumatopain 
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thermostable cellobiohydrolase 
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xylanase thermostability 277: 413 
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Giphosphate magnesium pyruvate 
decarboxylase reactivation 
276: 439 
Thimet 
oligopeptidase polemic 277: 295 
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enzyme 280: 499 
Thioesterase 
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273: 787 
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tion product 273: 777 
oxidn vimentin cytoskeleton 
275: 789 
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apurinic apurinic apyrimidinic detn 
273: 771 
Thiomethylandrostenedione 
inhibition aromatase 273: 533 
Thioredoxin 
fructose bisphosphatase redn activa> 
tion 278: 787 
protein disulfide isomerase activity 
comparison 275: 349 
Thiosphaera 
nitric nitrous oxide reductase 
273: 423 
Threonine 
phosphorylation insulin receptor 
tyrosine 274: 173 
Thrombin 
blood vessel smooth muscle 274: 799 
diacylglycerol formation platelet 
275: 355 
hirudin complex formation ionic 
interaction 275: 801 
platelet ganodermate S 277: 189 
platelet Gi protein 279: 643 
processing proteinase secretory path= 
way 277: 59 
purifn human blood plasma 280: 805 
receptor platelet neomycin 273: 241 
vessel thrombomodulin tissue factor 
273: 679 
Thrombomodulin 
blood vessel endothelium 273: 679 
vascular endothelium histamine re= 
ceptor 276: 739 
Thrombospondin 
blood platelet soln property 275: 263 
related anonymous protein Willebrand 
factor 279: 908 
Thromboxane 
platelet aggregation diet fat 278: 399 
Thymic 
humoral factor gamma2 neutral endo= 
peptidase 278: 891 
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sodium transporter intestine oocyte 
278: 605 
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lysis ATP cation transport 274: 139 
Thymus 
Ick protein tyrosine kinase 279: 567 
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catecholamine insulin glucose muscle 
278: 587 
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tor 274: 745 
hormone ATPase sarcoplasmic reticu= 
lum 275: 35 
hormone tissue adrenergic receptor 
mRNA 277: 625 
Thyromimetic 
peroxisome proliferator liver 
274: 745 
Thyroxine 
retinoate reticulocyte ATPase sex 
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TIMP 
2 complex progelatinase fibroblast 
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nitrate reductase expression Saccha> 
romyces 278: 393 
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dentin phosphophoryn compn se> 
quence 276: 699 
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Topol 
glucose phosphatase endoplasmic 
reticulum membrane 275: 133 
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nicotinic receptor neurotoxin binding 
274: 849 
nucleotidase HNK 1 epitope 
278: 199 
Toxin 
cholera adenylate cyclase opioid 
receptor 275: 175 
pertussis insensitive G protein phos= 
pholipase 280: 753 
pertussis sodium dependent uridine 
transport 280: 515 
tetanus proteolysis B lymphoblast 
277: 47 
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inositol phospholipid metab carbachol 
275: 373 
mucin cholinergic system 275: 663 
mucin macromol property polymeric 
structure 276: 525 
prostaglandin platelet activating 
factor 276: 593 
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glutamine metab carcinoma hepatoma 
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chondria polyamine 279: 815 
Transcobalamin 
formation secretion HT 29 280: 427 
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factor Oct! Oct2 binding TAATGA= 
RAT 277: 541 
factor Xenopus development regula= 
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gene 273: 185 
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glutathion isoenzyme lung liver 
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glutathione activity carboxyl terminal 
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glutathione adrenal pituitary hormone 
280: 399 
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glutathione expression aflatoxin B1 
279: 385 
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prepn 278: 63 
glutathione isoenzyme conserved 
arginine 274: 549 
glutathione isoenzyme heterodimer 
muscle human 273: 323 
glutathione isoenzyme inactivation 
quinone 276: 661 
glutathione isoenzyme mitochondria 
matrix liver 278: 137 
glutathione isoenzyme pancreas organ 
275: 507 
glutathione isoenzyme 6 brain 
274: 405 
glutathione mu psi human cloning 
276: 519 
glutathione S cysteine 278: 293 
glutathione substrate quinone reduc> 
tase induction 273: 711 
glutathione subunit liver chemopro> 
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induction 277: 501 
glutathione theta isoenzyme mammal 
274: 409 
glutathione YfYf allosteric site etha> 
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tor inhibitor 279: 883 
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276: 505 
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androgen receptor radiation inactiva> 
tion size 275: 41 
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growth factor activation collagen 
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growth factor glutaredoxin similarity 
280: 833 
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280: 57 
growth factor Ito cell 278: 43 
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growth factor platelet glioblastoma 
277: 165 
protein adeno virus review 275: 281 
Transgenic 
mouse human ornithine decarboxylase 
gene 278: 895 
Transglutaminase 
beta crystallin oxygen radical 
274: 869 
phosphoglycerate kinase mutant 
modification 273: 73 
Transition 
state purine nucleoside phosphorylase 
pH 278: 487 
steady state metab 276: 231 
Translation 
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induction liver 274: 619 
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ylase polyamine 274: 521 
Translocation 
calcium platelet agonist 280: 783 
glucose transporter adipocyte insulin 
275: 597 
lipocortin membrane 275: 219 
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Transmembrane 
polypeptide protein 280: 745 
signaling EGF receptor 277: 305 
signalling granulocyte tumor necrosis 
factor 279: 455 
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liver model dipeptidyl peptidase IV 
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Transport 
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anion hepatocyte protein kinase 
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anion system liver 274: 281 
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development 274: 739 
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276: 493 
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279: 29 
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calcium regulation phosphoprotein 
membrane platelet 273: 429 
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cathepsin C membrane lysosome 
2715: 797 
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infection 273: 701 
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277: 119 

glucose adipose insulin 278: 235 

glucose adipose tissue protein kinase 
275: 597 
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intestine 277: 687 
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hexose adipocyte insulin PMA 
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tocyte 274: 369 

interferon gamma receptor monocyte 
274: 775 
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lactate erythrocyte stilbenedisulfonate 
deriv 275: 307 

lactate hepatocyte starvation 
273: 195 

lactate placenta pregnancy 278: 535 

lipoprotein liver Kupffer cell 
276: 135 

neurotransmitter synaptic vesicle 
anion 276: 363 

nucleoside nerve protein kinase 
279: 651 

nucleoside protein fluorescence probe 
273: 667 

ornithine Ehrlich cell diamine 
280: 825 

ornithine transcarbamoylase precur> 
sor mitochondria polyamine 
279: 815 

protein cell glycosylation review 
276: 1 

protein glucose phosphatase liver 
microsome 275: 363 

proton mitochondria mammal reptile 
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sodium nucleoside brush border kid= 
ney 274: 27 

taurine JAR cell culture 277: 53 

uridine sodium dependent pertussis 
toxin 280: 515 
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amino acid erythrocyte 277: 565 

anion microsome dipeptidase kidney 
280: 71 

beta alanine proximal tubule 
277: 891 

glucose translocation adipocyte insulin 
275: 597 

nucleoside equilibrative inhibitor 
sensitive 273: 667 

sodium nucleoside intestine oocyte 
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280: 507 
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metab platelet activating factor 
280: 541 
secretion liver insulin oleate 280: 99 
Trichoderma 
endoxylanase 278: 329 
Trichomonas 
methionine gamma lyase 279: 675 
Triflavin 
Trimeresurus venom platelet aggrega= 
tion 277: 351 
Triiodothyronine 
malic enzyme mRNA liver 279: 407 
Trimethoprim 
resistance Haemophilus dihydrofolate 
reductase 274: 657 
Triolein 
lipase lipid metab tissue obesity 
274: 651 
Triphosphate 
nucleotide Ah receptor DNA binding 
274: 401 
Trisphosphate 
inositol calcium transport nerve 
276: 163 
inositol receptor calcium release 
cerebellum 277: 125 
Triterpene 
elastase inhibition leukocyte 
277: 521 
Tritiated 
water gluconeogenesis glycogenolysis 
detn 279: 911 
Triton 
X 100 diradylglycerol cell polemic 
280: 829 
X 114 phase sepn 280: 745 
Trophoblast 
apical membrane vitronectin receptor 
280: 9 
Tropoelastin 
gene cattle cloning Escherichia 
273: 517 
Tropomyosin 
troponin interaction actomyosin 
isomerization 279: 711 
Troponin 
C binding phosphofructokinase cal= 
modulin 274: 445 
tropomyosin interaction actomyosin 
isomerization 279: 711 
Trout 
liver carcinoma histone nonhistone 
protein 280: 491 
Trp 
operator mutant conformation 
273: 383 
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adenosylmethionine polyamine bio= 
synthesis inhibitor 274: 527 
calcium transport membrane ATPase 
calmodulin 280: 715 
development protein phosphorylation 
2 
inositol phosphate diacylglycerol 
phosphatidylinositol 275: 407 
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activation insulin receptor kinase 
structure 276: 27 
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factor 279: 908 
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carotenoprotein crustacyanin astaxan> 
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synthase serine hydroxymethyltrans= 
ferase stereochem kinetics 
274: 807 
synthase yeast mechanism hydrogen 
exchange 273: 605 
Tubulin 
helix MAP1B protein 274: 621 
MAP2 microtubule assembly 
277: 231 
MAP? microtubule assembly GTP 
hydrolysis 277: 239 
polymn soln condition 277: 839 
subunit microtubule assembly MAP2 
277: 245 
synapsin | interaction site 276: 793 
Tubulovesicle 
stomach GTP binding protein 
279: 43 
Tumor 
necrosis factor glucose Kupffer cell 
278: 515 
necrosis factor granulocyte transmem 
brane signalling 279: 455 
necrosis factor hsp27 phosphorylation 
277: 635 
necrosis factor interferon tetrahydro> 
biopterin fibroblast 280: 709 
necrosis factor interleukin heme 
oxygenase 279: 891 
necrosis factor parathormone osteob= 
last 280: 451 
necrosis factor thrombomodulin tissue 
factor 273: 679 
Turkey 
erythrocyte membrane phosphatidyli= 
nositol synthase 275: 187 
Type 
X collagen cartilage extn characteri= 
zation 273: 333 
X collagen chondrocyte differentiation 
276: 183 
Tyrosinase 
histidine arginine function Strepto> 
myces 274: 707 
mechanism dihydroxyphenyllactate 
oxidative decarboxylation 
277: 849 
Tyrosine 
horseradish peroxidase lactoperoxi= 
dase stereoselective binding 
279: 245 
kinase insulin receptor adipocyte 
glucose 274: 787 
kinase insulin receptor inhibitor 
fetuin 274: 899 
kinase insulin receptor monomer 
273: 49 
kinase insulin receptor phosphatidyli= 
nositol kinase 280: 769 
modification notexin Notechis venom 
property 280: 739 
phosphorylation calpactin platelet 
growth factor 278: 447 
phosphorylation insulin receptor 
274: 173 
phosphorylation vanadate respiratory 
burst promyelocyte 276: 611 
protein Ick kinase thymus 279: 567 
protein phosphatase multiple form 
liver 274: 361 
protein phosphatase placenta receptor 
278: 69 
sulfate binding protein liver 
275: 259 
sulfate protein secretion kidney 
279: 289 
transport melanoma antitumor sulfur 
homolog 280: 721 
Ubiquinol 
oxidase size Escherichia 276: 555 
Ubiquinone 
NADH oxidoreductase subunit se= 
quence mitochondria 278: 821 
oxidoreductase subunit sequence 
heart mitochondria 277: 11 


Ubiquitin 
hydrolase Saccharomyces 273: 615 
UDP 
glucuronosyltransferase cDNA human 
liver sequence 278: 465 
glucuronyltransferase fetus liver 
mercury 278: 99 
Uptake 
lactate liver substrate availability 
273: 195 
low density lipoprotein liver parench= 
yma 276: 135 
taurolithocholate platelet nerve 
Ic 193 
Uridine 
transport sodium dependent differen= 
tiation 274: 85 
transport sodium dependent pertussis 
toxin 280: 515 
Urine 
carboxymethylthioimidazolylpropano= 
ate 275: 617 
Urokinase 
activation plasminogen glycosamino> 
glycan lipoprotein 276: 785 
Uroporphyrinogen 
decarboxylase uroporphyrinogen III 
polemic 278: 903 
III porphobilinogen decarboxylation 
specificity review 278: 901 
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LDL binding uptake degrdn hepato= 
cyte 280: 589 
Ursolate 
elastase inhibition leukocyte 
271: S21 
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collagen degrdn estradiol progesterone 
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estradiol receptor purifn sequence 
276: 709 
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pregnancy puerperium calpain 
276: 293 
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U4 RNA gene activation Vmw65 
275: 369 
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U2 RNA gene activation Vmw65 
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tRNA synthetase gene sequence 
human 278: 809 
Vanadate 
tyrosine phosphorylation respiratory 
burst promyelocyte 276: 611 
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nitrogenase Azotobacter hydrazine 
formation 277: 465 
Vascular 
endothelium calcium arachidonate 
bradykinin 280: 281 
endothelium thrombomodulin hista> 
mine receptor 276: 739 
smooth muscle phosphatidylcholine 
hydrolysis angiotensin 276: 19 
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phosphoinositide hydrolysis reforma> 
tion 279: 337 
secretion protein kinase translocation 
273: 493 
Via receptor liver species 276: 189 
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daunomycin phase transition lipid 
bilayer 279: 413 
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low density lipoprotein remnant 
receptor 279: 863 
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gene Id protein serum 277: 285 
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DNA gyrase 280: 797 
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thiol oxidn cytoskeleton 275: 789 
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receptor structure ligand binding 
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compd 273: 435 
adeno transforming protein review 
275: 281 
Epstein Barr replication DNA polym= 
erase 280: 703 
herpes simplex protein Vmw65 
275: 369 
Vitamin 
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274: 237 
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phosphorylation specificity protein 
kinase A ‘274: 387 
receptor brush border placenta 
280: 9 
VLDL 
formation liver fatty acid 275: 87 
liver selenium 279: 741 
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Willebrand factor A protein homol 
279: 908 
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binding 274: 257 
Via 
receptor liver species 276: 189 
Water 
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spectroscopy 277: 569 
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sis detn 279: 911 
Wheat 
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273: 173 
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factor A protein sequence homol 
279: 908 
factor VIII von Willebrand 274: 257 
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279: 231 
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development gene regulation transac= 
tivator review 278: 313 
oocyte insulin receptor 273: 673 
Xylanase 
cellulose binding domain fusion endo= 
glucanase 279: 787 
thermostability Thermotoga 
277: 413 
Xyloglucan 
endotransglycosylation extracellular 
plant suspension culture 279: 529 
Xylose 
isomerase Arthrobacter 277: 255 
isomerase gene Arthrobacter cloning 
sequence 277: 263 
isomerase kinetics cation 278: 285 
Xylosidase 
aryl Caldocellum 273: 645 
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